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A new arbuscular mycorrhizal fungus was isolated from the Southern 
Guinea savanna in Benin, which represents a tree-rich savanna in the transi-
tion between the tropical atlantic rainforests and grass-rich savannas in 
sub-Saharan West Africa. The fungus was propagated in bait cultures and 
monosporic single species cultures, and is here described as Acaulospora spi-
nosissima. It forms spores similar to those of Acaulospora spinosa, but in A. 
spinosissima the outer wall is thinner and the surface ornamentation is finer. 
Sequences obtained from the ITS and the partial 28S of the ribosomal gene 
revealed that the two species are phylogenetically not closely related. The 
new fungus was recovered from natural savanna at two locations and from 
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one field site under yam cultivation in the first year after tree clearance. It 
was not detected in agricultural field sites cultivated for more than one year.

Keywords: Glomeromycota, taxonomy, arbuscular mycorrhiza, savan-
nas, biodiversity.

Spore surface ornamentation is a common feature for species of arbus-
cular mycorrhizal (AM) fungi in the family Acaulosporaceae (Tab. 1). Cur-
rently there are 15 species described with a pitted spore surface (e.g. Trappe 
1977, Oehl et al. 2011, Furrazola et al. 2013), two species having pits beneath 
spiny projections (Gerdemann & Trappe 1974, Rothwell & Trappe 1979), one 
species with pits on top of projections (Sieverding & Toro 1987), and eight  
species with spiny to pustulate projections without any other ornamentation 
on the same spore wall (Walker & Trappe 1981, Janos & Trappe 1982, Palen-
zuela et al. 2013, Cai et al. 2013). ). There are also 20 species with smooth to 
rugulate spore surfaces (e.g. Gerdemann & Trappe 1974, Schenck et al. 1984, 
Morton 1986, Błaszkowski 1988 a, 1995, 2012, Oehl et al. 2012).

In recent years, remarkable progress has been achieved regarding the 
identification and description of Acaulospora species with pitted spore sur-
faces (e.g. Błaszkowski 1988 b, 1989, 2012, Oehl et al. 2006, 2012), also due to 
advances made in molecular phylogenetic analyses. However, clear morpho-
logical identification of species with smooth spore surfaces or projections on 
the spore surface has remained difficult because of the lack of clearly dif-
ferentiating features (Palenzuela et al. 2014).

In the current study we describe a new AM fungus that has projections 
on the spore surface, which superficially resemble those of A. spinosa and A. 
tuberculata. Molecular analyses on the ribosomal gene clearly separated the 
fungus from both these species phylogenetically, positioning it near to A. 
herrerae and A. kentinensis.

Materials and methods 

Study sites

Study sites comprised 27 natural, fallow, and cultivated agro-ecosys-
tems, located within the Sudan (SU), Northern Guinea (NG), and Southern 
Guinea (SG) savanna ecological zones of Benin, sub-Saharan West Africa as 
described in Tchabi et al. (2008). The SG savanna has two wet and two dry 
seasons per year, while the NG and SU savannas are monomodal. The se-
lected sites were either natural savannas or cultivated yam (Dioscorea spp.) 
fields established in the first year after (forest) savanna clearance, mixed 
cropping systems, groundnut (Arachis hypogaea) or intensively managed 
cotton (Gossypium hirsutum) fields. Sites located in long-term fallows (≥7 
years old) were also included to compare species occurring in undisturbed 
sub-Saharan savannas with those present in restored fallows and under 
varying levels of cropping intensification and soil disturbance, represented 
by crop cultivation along the rotation cycle, where yam is the first crop after 
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Tab. 1. Acaulosporaceae species described worldwide.

Acaulospora species Year of publication
Species with smooth spore surface
Acaulospora capsicula Błaszk. 1990
A. colossica P. A. Schultz et al. 1999
A. delicata C. Walker et al. 1986
A. endographis G. T. Goto 2013
A. entreriana M. S. Velásquez & Cabello 2008
A. gedanensis Błaszk. 1988
A. koskei Błaszk. 1995
A. laevis Gerd. & Trappe 1974
A. longula Spain & N. C. Schenck 1984
A. mellea Spain & N. C. Schenck 1984
A. morrowiae Spain & N. C. Schenck 1984
A. polonica Błaszk. 1988
A. splendida Sieverd. & S. Toro 1988
A. sporocarpia M. S. Berch 1985
A. thomii Błaszk. 1988
A. viridis Palenz. et al. 2014
A. walkeri Kramad. & Hedger 1990
Kuklospora colombiana Spain & N. C. Schenck 1984
Species with roughened spore surface
Acaulospora dilatata J. B. Morton 1986
A. rugosa J. B. Morton 1986
Species with projections on spore surface
A. colliculosa Kaonongbua et al. 2010
A. pustulata Palenz. et al. 2013
A. soloidea Vaingankar & B. F. Rodrigues 2011
A. spinosa C. Walker & Trappe 1982
A. spinosissima Oehl et al. Herein
A. tortuosa Palenz. et al. 2013
A. tuberculata Janos & Trappe 1982
Kuklospora spinosa B. P. Cai et al. 2013
Species with pitted spore surface 
A. alpina Oehl et al. 2006
A. cavernata Błaszk. 1989
A. excavata Ingleby & C. Walker 1994
A. foveata Trappe & Janos 1982
A. herrerae Furrazola et al. 2013
A. kentinensis (C. G. Wu & Y. S. Liu) Kaonongbua et al. 2010
A. lacunosa J. B. Morton 1986
A. minuta Oehl et al. 2011
A. nivalis Oehl et al. 2012
A. paulinae Błaszk. 1988
A. punctata Oehl et al. 2011
A. rehmii Sieverd. & S. Toro 1987
A. scrobiculata Trappe 1977
A. sieverdingii Oehl et al. 2011
A. taiwania H. T. Hu 1988
Species with projections on pitted spore surface 
A. bireticulata F. M. Rothwell & Trappe 1979
A. elegans Trappe & Gerd. 1974
Species with pits on top of projections of spore surface 
A. denticulata Sieverd. & S. Toro 1987
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land clearance and cotton is furthest along the cycle. The tree-rich forest 
savanna vegetation of the Guinea savannas consists of trees, shrubs and 
grasses with tree and shrub prominence decreasing from south to north (e.g. 
Adjakidje 1984, Adjanohoun 1989, Tchabi et al. 2008). The soils are predomi-
nantly ferruginous Ferralsols.

Soil sampling and culturing of AM fungi

Soils were sampled as described in Tchabi et al. (2009 a), towards the 
end of the 2004 wet season in September/October and during the subsequent 
dry season in February 2005. Soil pH, organic carbon, and available phos-
phorus were determined using standard methods (Tchabi et al. 2008, 2009 b). 
The spore material used during the study originated directly from field sam-
ples. Extensive attempts were made to propagate the AM fungal species pre-
sent in the field samples through ‘bait’ cultures using various hosts (Brachi-
aria humidicola, Stylosanthes guianensis, Sorghum bicolor, Dioscorea cay-
enensis, D. rotundata). Several bait culture systems were also established 
(Tchabi et al. 2008, 2009 a) inoculating 5–10 % field soils to autoclaved sub-
strate (Terragreen: Quartz sand mixture; 3:1 [wt/wt]). The AM fungal com-
munities were cultivated for eight months and the host plants periodically 
analyzed for mycorrhizal infection and AM fungal spore formation. Spores 
of the new fungus were detected in bait cultures from three sites originating 
in the SG Savanna (Tab. 2).

Monosporic cultures on Hieracium pilosella were established from 
spores isolated from bait culture samples that had been air-dried and stored 
for three months before inoculation (Tchabi et al. 2009 a). AM symbiosis es-
tablishment and new AM fungal spore formation succeeded in six mono-
sporic isolates, with three isolates originating from natural savanna forest 
site ‘ns3’ in the village Tobe-Koko of the county Banté, two isolates originat-
ing from soil from a yam production field site adjacent to ‘ns3’ ‘yf3’, and one 
isolate originating from soils from natural forest savanna site ‘ns2’ in the 
county Savé. Isolates were recovered from soil samples taken in the dry sea-
son (February 2005).

Morphological analyses

Spores were extracted from the bait cultures and the six monosporic 
pure cultures by wet sieving and sucrose centrifugation (Sieverding 1991) 
before being mounted in PVLG, PVLG + Melzer’s reagent (Brundrett et al. 
1994), and water (Spain 1990). Terminology used in the species description 
follows Oehl et al. (2011) and Palenzuela et al. (2011) for species with spore 
formation laterally on the neck of sporiferous saccules. Photographs in Figs. 
1–8 were taken using a Leika DFC 295 digital camera mounted on a Leica 
DM750 compound microscope using Leica Application Suite Version V 4.1.0 
software. Specimens mounted in PVLG and the mixture of PVLG + Melzer’s 
reagent were deposited at Z+ZT (mycological herbarium at ETH Zurich, 



33Sydowia 66 (2014)

Switzerland) and URM (mycological herbarium of the Federal University of 
Pernambuco in Recife, Brazil) herbaria.

Molecular analyses

Crude extracts were obtained by crushing five surface-sterilized spores 
with a sterile disposable micropestle in 40 µL milli-Q water, as described by 
Ferrol et al. (2004). The spores derived from one monosporic pure culture 
(isolate FO438) originating from spores of the type location at the savanna 
forest site ‘ns3’. Spores were surface-sterilized with chloramine T (2 %) and 
streptomycin (0.02 %) (Mosse 1962), and washed in sterile water thereafter. 
PCR’s were performed in an automated thermal cycler (Gene Amp PCR Sys-
tem 2400, Perkin-Elmer, Foster City, CA, USA) with a pureTaq Ready-To-Go 
PCR Bead (Amersham Biosciences Europe GmbH, Germany) following man-
ufacturer’s instructions with 0.4 µM concentration of each primer. A two-
step PCR was conducted to amplify the ribosomal fragment consisting of 
partial SSU, ITS1, 5.8S, ITS2 and partial LSU rDNA using the primers 
SSUmAf/LSUmAr and SSUmCf/LSUmBr consecutively according to 
Krüger et al. (2009). PCR products from the second round of amplifications 
were separated electrophoretically on 1.2 % agarose gels, stained with Gel 
Red™ (Biotium Inc., Hayward, CA, USA) and viewed by UV illumination. 
The band of the expected size was excised with a scalpel and isolated from 
the gel with the QIAEX II Gel Extraction kit (QIAGEN, USA) following the 
manufacturer’s protocol, cloned into the pCR2.1 vector (Invitrogen, Carls-
bad, CA, USA), and transformed into One Shot® TOP10 chemically compe-
tent Escherichia coli (Invitrogen, Carlsbad, CA, USA). Recombinant colonies 
were selected by blue/white screening and the presence of inserts detected by 
PCR amplification directly from white colonies with GoTaq® Green Master 
Mix (Promega) using universal forward and reverse M13 primers. After iso-
lation from transformed cells, plasmids were sequenced on both strands with 
M13R/T7 primers using the BigDye Terminator kit 3.1v (Applied Biosys-
tems). The products were analyzed on an automated DNA sequencer (Perkin-
Elmer ABI Prism 373). Sequence data were compared to gene libraries 
(EMBL and GenBank) using BLAST programs (Altschul et al. 1990). The 
new sequences were deposited in the EMBL database under the accession 
numbers HG422732- HG422734.

Phylogenetic analyses 

The phylogeny was reconstructed by independent analyses of the ITS 
region and partial LSU rDNA. The AM fungal sequences obtained were 
aligned with other related glomeromycotan sequences from GenBank in 
ClustalX (Larkin et al. 2007) and the mismatches in the alignment were cor-
rected manually using BioEdit (Hall 1999). Claroideoglomus etunicatum W. 
N. Becker & Gerd. was included as an outgroup. Prior to phylogenetic analy-
sis, the model of nucleotide substitution was estimated using Topali 2.5 
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(Milne et al. 2004). Bayesian (two runs over 2 × 106 generations, with a sample 
frequency of 200 and a burnin value of 25 %) and maximum likelihood (1000 
bootstrap) analyses were performed in MrBayes 3.1.2 (Ronquist & Huelsen-
beck 2003) and PhyML (Guindon & Gascuel 2003), respectively, launched 
from Topali 2.5, using the GTR + G model. Maximum parsimony analyses 
were performed with PAUP*4b10 (Swofford 2003), using a heuristic search 
with 1000 bootstrap replications and the following parameters: stepwise ad-
dition = random, branch swapping = TBR.

Results 

Taxonomy 

Acaulospora spinosissima Oehl, Palenz., I. C. Sánchez, Tchabi, Hount. & G. A. 
Silva, sp. nov. – Figs. 1–8.
MycoBank no.: MB 804884

Diagnosis. – Sporae singulae lateraliter formatae ad sacculum terminalem, flavae ad 
fusco-flavae, globosae vel subglobosae, 120–187 × 116–180 µm in diametro. Tunica exterior 
spinulis regularibus, 0,5–1,1 µm altis et 0,4–0,8 µm latis. Differt ab A. spinosa habens tuni-
ca exteriore et ornamentatione tenuioribus. Holotypus Z+ZT (ZT Myc 52169).

E t y m o l o g y.  –  Latin, spinosissima, referring to the subtle spiny ornamentation on 
the outer spore surface.

H o l o t y p u s . – Cultivated in monosporic cultures at the University of Basel, Insti-
tute of Botany, on Hieracium pilosella, collection number 39–3901, deposited at Z + ZT 
(common mycological herbarium of the University and ETH of Zurich, Switzerland, ZT 
Myc 52168). Field soil was originally sampled by Atti Tchabi and Louis Ezin Lawouin from 
a forest savanna in Benin, Southern Guinea savanna, in the county Savè (07° 57. 217’ N; 
002° 26. 935’ E; 141 m a.s.l.). Isotypes deposited at Z+ZT (ZT Myc 52169) and GDA-GDAC 
(herbarium of the University of Granada, Spain). Paratypes were isolated from bait cul-
tures and monosporic cultures inoculated at University of Basel, Institute of Botany, with 
spores or soil samples originating from a yam production site and an adjacent forest sa-
vanna in the county Banté, respectively (08°19.661’ N; 001°51.340’ E, 250 m a.s.l. and 08° 
19.730’ N; 001° 51. 332’ E; 250 m a.s.l.) deposited at Z+ZT (ZT Myc 52170 and 52171), GDA-
GDAC and URM. 

C h a r a c t e r s .  – Sporiferous saccules are hyaline and formed singly at 
the end of mycelial hyphae. The saccule termini are globose to subglobose 
(120–188 × 115–185 µm), with 1–2 wall layers that are in total 1.8–2.8 µm 
thick (Figs. 1–2). The saccule usually collapses after the spore has formed and 
usually is detached from mature spores in soils. Saccule neck at terminus is 
25–38 µm wide, often inflating between terminus and spore base, where it is 
20–38 µm wide tapering to 5.5–10 µm within 50–100 µm from the spore base.

Spores (Figs. 1–4) form laterally, in distance of 35–80 µm, on the neck of 
sporiferous saccules. They are globose to subglobose, 120–187 × 116–180 µm 
in diameter, rarely elliptical to oblong. They are light yellow when young, 
becoming bright yellow to brownish-yellow with age, and have three walls.

The outer spore wall consists of four layers (OWL1–OWL4) and is in to-
tal 2.5–4.6 µm thick (Figs. 4–7). The outer layer (OWL1) is hyaline to subhya-
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line, 0.5–0.8 µm thick and evanescent. The second layer (OWL2) is subhya-
line, densely crowded with short spiny projections that are 0.5–1.1 µm high 
and 0.4–0.8 µm wide at base. The third layer (OWL3) is light yellow becoming 
dark yellow to brownish yellow with age, finely laminated, 1.0–2.7 µm thick. 
The inner layer of the outer wall (OWL4) is concolorous with OWL3, about 
0.5 µm thin and often difficult to observe.

Figs. 1–8. Acaulospora spinosissima (holotype and isotypes): 1–2. Spore formed laterally on 
the neck of a sporiferous saccule with three walls (OW, MW, IW); cicatrix (cic) at spore base 
and spiny ornamentation (orn) at spore surface visible. 3–4. Crushed spores with three 
relatively thin spore walls. 5. Outer wall with four layers (OWL1-OWL4). OWL2 with subtle 
spiny projections. 6–7. Spore wall structure in Melzer’s reagent. MW with two layers 
(MWL1-MWL2); IW with three layers (IWL1-IWL3) of which the IWL1 is ‘beaded’, IWL2 
staining purple in Melzer’s reagent, and IWL3 thin and difficult to see when adhering to 
IWL2. 8. Cicatrix on OW at spore base.
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The middle wall is hyaline, bi-layered and 0.7–1.8 µm thin in total. Both 
layers (MWL1 and MWL2) are semi-flexible, tightly adherent to each other 
and often appear as a single wall layer (Figs. 4–7).

The inner wall is hyaline (Figs. 4–7), with two to three layers (IWL1–
IWL3) that are 1.6–3.7 µm thick in total. The IWL1 is 0.8–1.2 µm thick with 
a ‘beaded’, granular structure, which is rarely seen in lactic acid based moun-
tants. IWL2 is 0.8–1.5 µm thick and regularly stains dark pink to purple in 
Melzer’s reagent. IWL3 is very thin and usually very difficult to detect due to 
the close adherence to IWL2.

The cicatrix (Figs. 1, 2, 8) remains visible at the spore base after detach-
ment of the connecting hypha, and is 8.5–13 µm wide. The pore is closed by 
some of the inner lamina of OWL2 and by OWL3.

M o l e c u l a r  a n a l y s e s . – The phylogenetic analysis from ITS rDNA 
sequences confirms the new fungus in a clearly separate clade (Figs. 9–10). 
From partial sequences of the LSU rDNA, A. herrerae and A. kentinensis are 
the species occurring most closely to A. spinosissima (95 and 94 % of iden-
tity, respectively). For the ITS region, the closest species related to A. spino-
sissima is A. kentinensis with 86 % identity. The intraspecific variation be-
tween the different clones of A. spinosissima was around 1–2 % for the LSU 
rDNA and 1–4 % for the ITS sequences. No environmental ITS or partial 
LSU rDNA sequences deposited in the GenBank correspond to A. spinosis-
sima in the BLASTn analysis.

D i s t r i b u t i o n .  – The new fungus has so far been recovered from soil 
at three sites in Benin, two from sub-Saharan forest savannas and one from 
a cultivated yam production site in its first season following clearance of the 
natural forest savanna at 140–250 m a.s.l. Mean annual air temperatures are 
about 27 ºC in these sites. Topsoil pH was 6.2–7.2 at the three sites. Organic 
carbon contents were 20–24 and 38–44 g kg–1 in the two forest savanna sites 
and 6.5–7.5 g kg–1 in the yam production site. Available P contents were also 
higher in the natural forest savanna sites than in the yam production site 
(27–38 mg kg–1 and 3.9–13.1 mg kg–1 respectively, Tab. 2).

The new fungus jointly occurred in field samples with several other AM 
fungal species. These included several Glomus (e.g. G. macrocarpum and G. 
clavisporum), Funneliformis (e.g. F. mosseae), Claroideoglomus (e.g. C. etuni-

Fig. 9. Phylogenetic tree of the Acaulosporaceae obtained by analysis from ITS1, 5.8S 
rDNA and ITS2 sequences of different Acaulospora spp. Sequences are labeled with their 
database accession numbers. Support values (from top) are from maximum parsimony 
(MP), maximum likelihood (ML) and Bayesian analyses, respectively. Sequences obtained 
in this study are in boldface. Only support values of at least 50 % are shown. Thick branch-
es in grey represent clades with more than 90 % of support in all analyses. The tree was 
rooted with Claroideoglomus etunicatum. Scale bar indicates the number of base substitu-
tions per site. (Consistency Index = 0.53; Retention Index = 0.86).
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catum), Acaulospora (e.g. A. scrobiculata, A. minuta and A. spinosa) and Ra-
cocetra (e.g. R. beninensis and R. tropicana) species (e.g. Tchabi et al. 2009 b, 
Goto et al. 2011, Oehl et al. 2011) among others.

Discussion

The new AM fungus Acaulospora spinosissima can easily be distin-
guished from all other species in the Acaulosporaceae through combined 
morphological and molecular analyses. Phylogenetically, it forms a separate 
clade on both ribosomal gene regions investigated and is distant to the mor-
phologically most similar species, A. spinosa and A. tuberculata, which form 
spiny or tuberculate ornamentations on the spore surface. Of these species, 
A. spinosissima forms the thinnest walled spores, which is true for all three 
spore walls, and especially for the outer wall and the wall layer of the spiny 
ornamentations, called tuberculate in A. tuberculata. It is likely, however, 
that due to the morphological similarities between A. spinosissima and A. 
spinosa differentiation may be difficult using field collected spores.

Two additional Acaulospora species possess spiny ornamentation on the 
spore surface, A. elegans and A. bireticulata. These two species, however, 
have pitted ornamentations below the spiny layer, resulting in species with 
double ornamentations on the spore surface.

Fig. 10. Phylogenetic tree of the Acaulosporaceae obtained by analysis from partial LSU 
rDNA sequences of different Acaulospora spp. Sequences are labeled with their database 
accession numbers. Support values (from top) are from maximum parsimony (MP), maxi-
mum likelihood (ML) and Bayesian analyses, respectively. Sequences obtained in this study 
are in boldface. Only support values of at least 50 % are shown. Thick branches in grey 
represent clades with more than 90 % of support in all analyses. The tree was rooted with 
Claroideoglomus etunicatum. Scale bar indicates the number of base substitutions per site. 
(Consistency Index = 0.53; Retention Index = 0.86).

Tab. 2. Geographic position and selected chemical soil parameters at sampling sites in Be-
nin where Acaulospora spinosissima was found.

Sampling sites Geographic 
position

Eleva-
tion 

(m a.s.l.)

pH 
(H20)

Organic C 
g kg–1

Available P 
(Na-acetate) 

mg kg–1

Available P
(citrate) 
mg kg–1

w.s. d.s. w.s. d.s. w.s. d.s. w.s. d.s.

Natural Savanna 1 
‘ns2’ in Savè
Natural Savanna 2 
‘ns3’ in Banté
Yam field 
‘yf3’ in Banté

07° 57.217’ N; 
002° 26.935’ E
08° 19.661’ N; 
001° 51.340’ E
08° 19.730’ N; 
001° 51.332’ E

141 

250 

250

7.2 

6.5 

6.2

7.2 

6.9 

6.3

44.1 

20.3  

6.4

37.7 

23.8 

7.5

27.3 

28.8 
 

6.5

27.0 

21.8 

3.9

37.6 

34.9 

8.7

35.8 

30.6 

13.1

Natural forest savannas (ns2-3) were undisturbed for at least 25–30 years, and the 
yam field (yf3) established during the first year following forest clearance. Site ab-
breviations follow Tchabi et al. (2009 a).
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Spiny projections on the spore surface are a well-known feature in 
Glomeromycota, for example as described for F. monosporus (Gerdemann & 
Trappe 1974), G. spinosum (Hu 2002) and G. spinuliferum (Oehl et al. 2003), 
Scutellospora spinosissima (Walker et al. 1998), A. spinosa (Walker & Trappe 
1981) and A. tuberculata (Janos & Trappe 1982) and Kuklospora spinosa (Cai 
et al. 2013). In addition Pacispora dominikii has been described with spiny 
to tuberculate projections on the spores (Błaszkowski 1988 a). The phyloge-
netic separation, together with the occurrence of the more subtle projections 
on the spores, when compared to projections on spores of A. spinosa and the 
spiny to tuber-like projections of A. tuberculata support A. spinosissima as a 
separate species.

As with several of the AM fungi that were recovered from the West Afri-
can study area, A. spinosissima may similarly be highly sensitive to environ-
mental disturbance and fail to survive the transition from stable forest sa-
vanna to intensive agricultural production (Tchabi et al. 2008, 2009 a, b; 
Goto et al. 2011), as it was only found in natural forest savannas and in the 
crop directly cultivated after clearance of this savanna, and not at the other 
cultivated sites investigated. However, more AM fungal diversity studies in 
sub-Saharan Africa are needed to describe the biogeographical distribution 
of A. spinosissima and specific AM fungi in general. Quite recently, the fun-
gus was detected by the senior author in the semi-humid tropical Atlantic 
rainforest biome in Northeastern Brazil indicating that A. spinosissima is 
not restricted to semi-humid tropical Western Africa.

Acknowledgements

This study was supported by the Swiss Center for International Agricul-
ture (ZIL) through a fellowship provided to A. Tchabi, by the Commission of 
the Economic Community of West African States (ECOWAS). A. Tchabi, F. 
Oehl and F.C.C. Hountondji are also thankful to the West African Economic 
and Monetary Union (WAEMU/UEMOA) for the financial support of the 
project “Introduction durable des Mycorrhizes Arbusculaires dans 
l’agriculture péri-urbaine comme agent de lutte contre les parasites en Af-
rique de l’Ouest “ which has been in collaboration with partners from Togo, 
Benin and Switzerland. The financial support by CNPq and the Universidade  
Federal de Pernambuco (UFPE), Brazil, is also acknowledged for the support 
of F. Oehl as ‘visiting professor’.

References 

Altschul S. F., Gish W., Miller W., Myers E. W., Lipton D. J. (1990) Basic local alignment 
search tool. Journal of Molecular Biology 215: 403–410.

Adjakidje V. (1984) Contribution à l’étude botanique des savannes guinéennes de la 
République Populaire du Bénin. - Thèse du troisième cycle. Université de Bordeaux 
III, Bordeaux.

Adjanohoun E. J. (1989) Contribution aux études ethnobotaniques et floristiques en 
Republique Populaire du Bénin. Agence de Cooperation Culturelle et Technique, 
Paris.



41Sydowia 66 (2014)

Błaszkowski J. (1988 a) Four new species of the Endogonaceae (Zygomycotina) from Po-
land. Karstenia 27: 37–42.

Błaszkowski J. (1988 b) Three new vesicular-arbuscular mycorrhizal fungi (Endogonaceae) 
from Poland. Bulletin of the Polish Acadamy of Biology Sciences. 36: 271–275.

Błaszkowski J. (1989) Acaulospora cavernata (Endogonales) – a new species from Poland 
with pitted spores. Cryptogamic Botany 1: 204–207.

Błaszkowski J. (1995) Acaulospora koskei, a new species in Glomales from Poland. Myco-
logical Research 99: 237–240.

Błaszkowski J. (2012) Glomeromycota. W. Szafer Institute of Botany, Polish Academy of 
Sciences, Kraków. 

Brundrett M., Melville L., Peterson L. (1994) Practical methods in mycorrhizal research. 
Mycologue Publications, University of Guelph, Guelph, Ontario, Canada.

Cai B. P., Guo L. D., Chen J. Y., Zhang Q. X. (2013) Glomus mume and Kuklospora spinosa: 
Two new species of Glomeromycota from China. Mycotaxon 124: 263–268.

Ferrol N., Calvente R., Cano C., Barea J. M., Azcón-Aguilar C. (2004) Analyzing arbuscular 
mycorrhizal fungal diversity in shrub-associated resource islands from a desertifica-
tion-threatened semiarid Mediterranean ecosystem. Applied Soil Ecology 25: 123–
133.

Furrazola E., Goto B. T., Silva G. A., Torres-Arias Y., Morais T., Lima C. E. P, Ferreira A. C. 
A., Maia L. C., Sieverding E., Oehl F. (2013) Acaulospora herrerae, a new pitted spe-
cies in the Glomeromycetes from Cuba and Brazil. Nova Hedwigia 97: 401–413. 

Gerdemann J. W., Trappe J.M. (1974) The Endogonaceae in the Pacific Northwest. Myco-
logical Memoirs 5: 1–76.

Goto B. T., Silva G. A., Maia L. C., Souza R. G., Coyne D., Tchabi A., Lawouin L., Houn-
tondji F., Oehl F. (2011) Racocetra tropicana, a new species in the Glomeromycetes 
from tropical areas. Nova Hedwigia 92: 69–82.

Guindon S., Gascuel O. (2003) A simple, fast, and accurate algorithm to estimate large phy-
logenies by maximum likelihood. Systematic Biology 52: 696–704.

Hall T. A. (1999) BioEdit: a user-friendly biological sequence alignment editor and analysis 
program for Windows 95/98/NT. Nucleid Acids Symposium Series 41: 95–98.

Hu H.-T. (2002) Glomus spinosum sp. nov. in the Glomaceae from Taiwan, Mycotaxon 83: 
159–164.

Janos D. P., Trappe J. M. (1982) Two new Acaulospora species from Tropical America. Myco-
taxon 15: 515–522.

Krüger M., Stockinger H., Schüßler A. (2009) DNA-based species-level detection of arbus-
cular mycorrhizal fungi: one PCR primer set for all AMF. New Phytologist 183: 212–
223.

Larkin M. A., Blackshields G., Brown N. P., Chenna R., McGettigan P. A., McWilliam H., 
Valentin F., Wallace I. M., Wilm A., Lopez R., Thompson J. D., Gibson T. J., Higgins D. 
G. (2007) Clustal W and Clustal X version 2.0. Bioinformatics 23: 2947–2948.

Milne I., Wright F., Rowe G., Marshal D. F., Husmeier D., McGuire G. (2004) TOPALi: Soft-
ware for automatic identification of recombinant sequences within DNA multiple 
alignments. Bioinformatics 20: 1806–1807.

Morton J. B. (1986) Three new species of Acaulospora (Endogonaceae) from high alumini-
um, low pH soils in West Virginia. Mycologia 78: 641–648.

Mosse B. (1962) Establishment of vesicular-arbuscular mycorrhiza under aseptic condi-
tions. Journal of Genetic Microbiology 27: 509–520.

Oehl F., Wiemken A., Sieverding E. (2003) Glomus spinuliferum: a new ornamented species 
in the Glomales. Mycotaxon 86: 157–162.

Oehl F., Sýkorová Z., Redecker D., Wiemken A., Sieverding E. (2006) Acaulospora alpina, a 
new arbuscular mycorrhizal fungal species characteristic for high mountainous and 
alpine regions of the Swiss Alps. Mycologia 98: 286–294.

Oehl F., Sýkorová Z., Błaszkowski J., Sánchez-Castro I., Coyne D., Tchabi A., Lawouin L., 
Hountondji F. C. C., Silva G. A. (2011) Acaulospora sieverdingii, an ecologically di-



42 Oehl et al.: Acaulospora spinosissima, sp. nov.

verse new fungus in the Glomeromycota, described from lowland temperate Europe 
and tropical West Africa. Journal of Applied Botany and Food Quality 84: 47–53.

Oehl F., Palenzuela J., Sánchez-Castro I., Kuss P., Sieverding E., Silva G. A. (2012) Acaulos-
pora nivalis, a new fungus in the Glomeromycetes, characteristic for high alpine and 
nival altitudes of the Swiss Alps. Nova Hedwigia 95: 105–122.

Palenzuela J., Barea J. M., Ferrol N., Oehl F. (2011) Ambispora granatensis, a new arbuscular 
mycorrhizal fungus, associated with Asparagus officinalis in Andalucía (Spain). My-
cologia 103: 333–340.

Palenzuela J., Azcón-Aguilar C., Barea J. M., Silva G. A., Oehl F. (2013) Acaulospora pustu-
lata and Acaulospora tortuosa, two new species in the Glomeromycota associated 
with endangered plants in Sierra Nevada (Spain) and the Swiss Alps. Nova Hed-
wigia 97: 305–319. 

Palenzuela J., Azcón-Aguilar C., Barea J. M., Silva G. A., Oehl F. (2014) Acaulospora viridis, 
a new species in the Glomeromycetes from two mountain ranges in Andalucía 
(Spain). Nova Hedwigia 99: http://dx.doi.org/10.1127/0029-5035/2014/0180

Ronquist F., Huelsenbeck J. P. (2003) MrBayes 3: Bayesian phylogenetic inference under 
mixed models. Bioinformatics 19: 1572–1574.

Rothwell F. M., Trappe J. M. 1979. Acaulospora bireticulata sp. nov. Mycotaxon 8: 471–475.
Schenck N. C., Spain, J. L., Sieverding, E., Howeler, R. H. (1984) Several new and unre-

ported vesicular-arbuscular mycorrhizal fungi (Endogonaceae) from Colombia. My-
cologia 76: 685–699.

Sieverding E. (1991) Vesicular-arbuscular mycorrhizal management in tropical agrosys-
tems. Deutsche Gesellschaft für technische Zusammenarbeit, Eschborn; Bremer, 
Friedland; TZ-Verlagsgesellschaft, Roßdorf.

Sieverding E., Toro S. T. (1987) Acaulospora denticulata sp. nov. and Acaulospora rehmii sp. 
nov. (Endogonaceae) with ornamented spore walls. Angewandte Botanik 61: 217–
223.

Spain, J. L., 1990: Arguments for diagnoses based on unaltered wall structures. Mycotaxon 
38: 71–76.

Swofford D. L. (2003) PAUP*. Phylogenetic Analysis Using Parsimony (*and Other Meth-
ods). Sinauer Associates, Sunderland, Massachusetts.

Tchabi A., Burger S., Coyne D., Hountondji F., Lawouin L., Wiemken A., Oehl F. (2009 a) 
Promiscuous arbuscular mycorrhizal symbiosis of yam (Dioscorea spp.), a key staple 
crop in West Africa. Mycorrhiza 19: 375–392.

Tchabi A., Coyne D., Hountondji F., Lawouin L., Wiemken A., Oehl F. (2008) Arbuscular 
mycorrhizal fungal communities in sub-Saharan savannas of Benin, West Africa, as 
affected by agricultural land use intensity and ecological zone. Mycorrhiza 18: 181–
195.

Tchabi A., Hountondji F., Lawouin L., Coyne D., Oehl F. (2009 b) Racocetra beninensis from 
sub-Saharan savannas: a new species in the Glomeromycetes with ornamented 
spores. Mycotaxon 110: 199–209.

Trappe J. M. (1977) Three new Endogonaceae: Glomus constrictus, Sclerocystis clavispora 
and Acaulospora scrobiculata. Mycotaxon 6: 359–366.

Walker C., Trappe J. M. (1981) Acaulospora spinosa sp. nov. with a key of Acaulospora. My-
cotaxon 12: 515–521.

Walker C., Cuenca G., Sánchez F. (1998) Scutellospora spinosissima sp. nov. a newly de-
scribed Glomalean fungus from acidic, low nutrient plant communities in Venezuela. 
Annals of Botany 82: 721–725.

(Manuscript accepted 31 October 2013; Corresponding Editor: I. Krisai-Greilhuber)


